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Backgrounds. At present, comparative studies of microbiota, depending on ethnicity, on
the environmental conditions in which the macroorganism developed [1,2]. Karachay-Cherkessia
is a province located in the mountainous North Caucasus area of southern European Russia.
The province is populated by a diverse multicultural society of over 80 different ethnic groups.
Over 50% of population are indigenous Karachays and Cherkess people who largely continue
to maintain traditional rural lifestyle and dietary habits.
Objectives. To assess taxonomic composition of cultivable faecal microbiota in Karachay-
Cherkessian residents in comparison with earlier obtained data on faecal microbiota of westernised
population in European Russia. Methods. Faecal
microbiota composition was studied in 5 pairs of healthy adult siblings using a combination of
aerobic and anaerobic bacterial culture techniques with species- and strain-level identification
based on whole cell MALDI-TOF mass-spectrometry and 16S rRNA gene sequencing.
Conclusions. A total of 856 bacterial strains belonging to 78 bacterial and fungal species were
isolated of which 733 strains could be identified using MALDI-TOF mass-spectrometry and 123
by 16S rRNA gene sequencing. The most commonly found bacterial genera included Bacteroides, Аlistipes,
Prevotella, Bifidobacterium, and Collinsella, which were typically present in concentrations
exceeding 109 cfu/g of faeces. The genera Lactobacillus, Streptococcus, Enterococcus, and Escherichia were
detected equally often but were present in significantly lower titers. Seven bacterial strains
represented novel species within the genera Dialister, Butyricimonas, Collinsella, Prevotella,
and Ruminococcus. Significant differences in species level composition of microbiota was observed
Karachay-Cherkessian residents compared to residents of European Russia. In particular, elevated
levels of Butyricimonas, as well as presence of certain rare species of Lactobacillus and Prevotella were
observed.
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